
Genetic Variants Across Species (Log10 Scale)
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Variant Types:

SNP

QTL

gene

transcript

mutation

SV

Measurement Types:

Shared (innermost)

Trait-associated

Total (outermost)

Phylum:
Chordata

Arthropoda

Mollusca

Tracheophyta

Magnoliophyta

Proteobacteria

Ascomycota

Anthophyta

Ciliophora

Pinophyta

Negarnaviricota

Pseudomonadota

Chlorophyta

Trait Categories:
Physiology

Morphology

Behavior

LifeHistory


