Distribution of Trait Categories

Behavior
a)

LifeHistory

Morphology 26

Physiology 86

0 20 40 60 80
Number of Studies

Genetic Architecture

Oligogenic

Polygenic

0 20 40 60 80
Number of Studies

Study Type

Single-locus

Multi-locus 100

0 20 40 60 80 100
Number of Studies

Phyla Distribution

Anthophyta
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Ciliophora
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Negarnaviricota
Mollusca 3
Pinophyta 3
Ascomycota 4
Magnoliophyta
Proteobacteria
Tracheophyta 17
Arthropoda 17
Chordata 42
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Relationship between Genome Size and Repeatability

®
10° -
O
104 A . .
S | A
8 1031 |
| O
E O
o) ) .
S | A'
© A ‘
2 \ |
- ? B,4, 0%
- S o
@ 5
________________ Q.AQ °
—————————— A
___________ i - '
PR S T F—— ‘
________________ O [
A A O f
Q ) [ ‘ )\
1009 - v
" v 10° 10! 102 103 104

Genome Size (Mb, log10)

---- R2=0.018, p = 1.838e-01
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