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a

GO35375: zymogen binding
GO16740: transferase activity
GO4725: protein tyrosine phosphatase activity
GO16887: ATP hydrolysis activity
GO30246: carbohydrate binding
GO8201: heparin binding
GO5179: hormone activity
GO4930: G protein coupled receptor activity
GO981: DNA binding transcription factor activity
GO978: sequence specific DNA binding
GO5201: extracellular matrix structural constituent
GO3682: chromatin binding
GO5509: calcium ion binding
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