A B

| ) |
LAMP1 | C9 -
HLA-DRA - ITQAY |
IL6 : CADM3 :
. ITGB4 - :
v | NCANM |
ITGAY E Expression ngg ] E
©b97 | Down CD151 |
NCAM1 ! Up CKA(SE% i |
TNFRSFO - : ] .
TGB1 : -log10(P.value) HAYCR] ] !
: o 1 CD38 :
o = 8 i Nos =
ITGB4 ! O 300 DSGT 4 !
ITGA6 - | 883{ % . |
MUC4 - ! CUBN - !
: R s
CD151 | KLRD1 :
| 9% 1 |
HAVCR1 : |/|§g|§£ ] |
T T i T T | ITGB3 - :
-50 -25 00 25 50 75 . . ' . .
Avg log2FC -6 -3 0 3 6
C 0.4
Adhesion
AQP1
0.3
Lysosome
Signal_transduction
0.2
Immunity
Metabolize
0.1
SLC12A1&SLC12A3
> > Uy wn 5 =z )]
S 0§ @ 3 & & 0
> 9 9 3 g Q
Y wn Q C o FEN
23 o - -} N
> ) 5 = N =
S @ Qo
7] w
8‘ —
o
3 Z

Expression
Down
Up

-log10(P.value)

o 1

O 150
QO 300

Expression
1.2e-01 8.0e-02
8.8e-02 4.5e-02
8.8e-02 6.5e-02
7.1e-02 6.5e-02
7.7e-02 8.0e-02
0.0e+00 4.1e-03
1.9e-02 4.1e-03
9.4e-03 4.1e-03
1.3e—02 4.1e-03
1.3e-02 4.1e-03
6.3e-03 8.2e-03
6.3e-03 1.2e-02
1.6e-02 1.2e-02
9.4e-03 1.6e-02
3.1e-02 6.1e-02
3.4e-02 3.7e-02
3.1e-02 4.1e-02
3.4e-02 4.1e-02
6.8e-02 2.5e-02
6.2e-02 3.7e-02
4.9e-02 4.1e-02
5.2e-02 3.7e-02
4.6e-02 1.2e-02
2.5e-02 1.2e-02
2.2e-02 1.6e-02
2.2e-02 1.6e-02
3.1e-02 2.1e-02
2.5e-02 2.5e-02
2.8e-02 2.9e-02

Control

Treatment

IGF2
ITGA1
ITGAS
CDH3
ITGAG
BCAM
AXL
SLC5A2
ITGA3
ITGBS
ALDH1A1
SLC5A12
CAV1
PROM1
NECTIN3
ITGA2
CDH1
FN1
NECTIN1
CDH11
CLDN10
LAMP1
CLDN1
GSN
CLDNG6
EFNB2
LAMP2
CD33
SLC34A1
AQP1
ITGAV
ITGB1

0.3
0.25
0.2
0.15
0.1
0.05
0



